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Species Gene Symbol Gene ID GenBank Accession Transcript
Human PADII 29943 BC130574 NM_ 013358
About the gene
Official Symbol PADI1
Previous Symbol -
Official Full Name | peptidyl arginine deiminase 1
Synonyms HPADI10; PDI1; PDI; PADI1
Location 1p36.13
Gene Type protein-coding gene
Uniprot ID QI9ULC6
Pathway/Library Lung Cancer Growth Related Genes Library
This gene encodes a member of the peptidyl arginine deiminase family of enzymes, which catalyze the
post-translational deimination of proteins by converting arginine residues into citrullines in the presence of
calcium ions. The family members have distinct substrate specificities and tissue-specific expression
Gene Summary patterns. The type I enzyme is involved in the late stages of epidermal differentiation, where it deiminates
filaggrin and keratin K1, which maintains hydration of the stratum corneum, and hence the cutaneous
barrier function. This enzyme may also play a role in hair follicle formation. This gene exists in a cluster
with four other paralogous genes.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
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D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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